In the original version of our article \[[@B1-cells-08-00554]\], insufficient acknowledgement was given for initial analysis of RV217 participant 40007 HIV-1 viral sequences, and for identification of HIV-1 viral variants with His or Tyr at position 173 and a short deletion DSY in the V2 loop, likely due to host immune pressure that results in significant Env antigenic changes. We apologize for the original error. To correct this oversight, Swati Jain, Gherman Uritskiy, and Venigalla B. Rao have been added as authors, and the acknowledgements have been altered to appropriately recognize support and funding.
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